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12 

Patentln version 3.2 
1 

29 
PRT 

Clostridium perfringens 



<220> 

<221> xaa 

<222> (1)..(29) 

<223> Xaa is any protein 

<220> 

<221> misc_feature 

<222> (18).. (18) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_feature 

<222> (29).. (29) 

<223> Xaa can be any naturally occurring amino acid 

<400> 1 

Met Lys Val Leu Gly Asn Tyr lie Gin Arg Asn Phe His Tyr Asp Gly 
1 5 10 15 



Lys Xaa Phe Tyr Thr Lys Gin Phe Asn Lys Pro lie Xaa 
20 " 25 



<210> 2 

<211> 25 

<212> PRT 

<213> Clostridium perfringens 

<400> 2 

Lys Val Leu Gly Asn Tyr lie Gin Arg Asn Phe His Tyr Asp Gly Lys 
1 5 10 15 




<140> 
<141> 

<150> 
<151> 

<150> 
<151> 

<160> 

<170> 

<210> 
<211> 
<212> 
<213> 
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DAN SMITH . ST2 5 

Ser Phe Tyr Thr Thr Ser Phe Leu Asn 
20 25 



<210> 3 
<211> 8 
<212> PRT 

<213> Clostridium perfringens 
<400> 3 

Glu Asp Gly Ser Val Glu Val Lys 
15 



<210> 4 

<211> 7 

<212> PRT 

<213> Clostridium perfringens 

<400> 4 

Ala Thr Val Ser Leu Pro Arg 
1 5 



<210> 5 

<211> 8 

<212> PRT 

<213> Clostridium perfringens 

<400> 5 

Leu Pro Ala Ala Phe Arg Lys Ala 
1 5 



<210> 6 

<211> 7 

<212> PRT 

<213> Clostridium perfringens 

<400> 6 

lie lie lie Leu Lys Glu Phe 
1 5 



<210> 7 

<211> 11 

<212> PRT 

<213> Clostridium perfringens 

<400> 7 

Asp Ser Gin Tyr Tyr Glu Phe Leu lie Glu Arg 
1 5 10 



<210> 8 
<211> 9 
<212> PRT 

<213> Clostridium perfringens 
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DAN SMITH.ST25 

<400> 8 

Lys Tyr Asp Val Val Leu Gly Asn Lys 
15 



<210> 9 

<211> 6 

<212> PRT 

<213> Clostridium perfringens 

<400> 9 



Phe Pro Asn Glu Leu Lys 
1 5 



<210> 10 

<211> 19 

<212> PRT 

<213> Clostridium perfringens 

<400> 10 



Ala Asn Phe Asn Gly Tyr Tyr Val Glu Leu Gly Gin Pro lie Tyr Ala 
1 5 10 15 



Lys ser Leu 



<210> 11 
<211> 629 
<212> PRT 

<213> Clostridium perfringens 
<400> 11 

Met Lys Val Leu Gly Asn Tyr lie Gin Arg Asn Phe His Tyr Asp Gly 
15 10 15 

Lys Ser Phe Tyr Thr Thr Ser Phe Leu Asn Pro lie Leu Asn Glu Glu 
20 25 30 

lie Leu val His Thr Gin Asn Glu Phe lie lie Tyr Phe Val Asp Gly 
35 40 45 

Glu lie Leu Pro Ser Ser Glu Arg Asn Asn Val Glu lie Lys Lys Gin 
50 55 " 60 

Ser Glu Gin Leu Leu Val Val Asn Phe Ser Lys Asp Asn Leu Ser Val 
65 70 75 80 

Glu Val Asn Tyr Phe Val Glu Asn Lys Val lie Asn Lys Lys Leu Thr 
85 90 95 
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Val Phe Asn Cys Cys Lys Arg lie Asn Tyr lie Asp Cys Asp Thr Phe 
100 105 110 

Glu Phe Glu Asp Thr Asn lie Tyr Tyr Pro Lys Lys Gin Asn Asn lie 
115 120 125 

Glu Met Gly Asn Phe Asn Gly Tyr Tyr Val Leu Gly Gin Pro lie Tyr 
130 135 140 

Ala Lys Ser Leu Phe Met Gly Met Glu Phe Pro Met Gly Glu Asn Arg 
145 150 155 160 

lie Gin Glu Arg Lys Tyr Phe ser Arg Tyr Tyr Tyr Gly Lys Ser Val 
165 170 175 

Glu Lys Arg Leu Asp lie His Ser Ala He lie Gly Ala Ala Pro Glu 
180 185 190 

Lys Ser Lys Glu Lys lie Gin Ala Ser Phe Phe Glu Tyr lie Lys Ala 
195 200 205 

lie Ser Leu Pro Ala Thr Phe Arg Lys Gin Tyr Asn Ser Trp Tyr Asp 
210 215 220 

His Met Leu Asn lie Thr Asn Asp Ser lie lie Lys ser Phe Leu Glu 
225 230 235 240 

lie Asn Arg Gly Phe Lys Asn Tyr Gly lie Thr Leu Asp Ala Phe Val 
245 250 255 

Val Asp Asp Gly Trp Ala Asn Tyr Glu ser Val Trp Glu Phe Asn Asp 
260 265 270 

Lys Phe Pro Asn Glu Leu Lys Asp lie Ser Glu Cys Val Lys Asn Leu 
275 280 285 

Gly ser Thr Leu Gly Leu Trp lie Gly Pro Arg Gly Gly Tyr Asn Gly 
290 295 300 

Thr Gin Val Thr Met Ser Asp Trp Leu Glu Lys Asn Lys Asp Leu Asn 
305 310 315 320 

lie Gly Ser Lys Asn Lys lie Ser Asn Asp val Asn Val Gly Asp Phe 
325 330 335 

Asn Tyr Leu Arg Lys Arg Asn Lys Glu Lys Met Leu Glu Tyr Gin Ser 
340 " 345 350 
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DAN SMITH.ST25 

Lys Tyr Asp lie Ser Tyr Trp Lys lie Asp Gly Met Leu Leu Lys Pro 
355 360 * 365 

Asp Thr Glu Asp Glu Ser Gly Pro Tyr Gly Met His Thr Met Thr Ala 
370 375 380 

val Tyr Glu Phe Met lie ser Leu Phe Asn Glu Leu Arg Glu Glu Arg 
385 390 395 400 

Gly Glu Lys ser Phe Trp lie Asn Leu Thr ser Tyr Val Asn Pro Ser 
405 410 415 

Pro Trp Phe Leu Lys Trp Val Asn Ser Leu Trp lie Gin Thr Ser Gin 
420 425 430 

Asp Val Gly Phe Thr Pro Asn Gly Gly Asn Asp lie Gin Lys Met lie 
435 440 445 

Thr Tyr Arg Asp Ser Gin Tyr Tyr Glu Phe Leu lie Glu Arg Asp lie 
450 ^ 455 460 

Gin Leu Pro Leu cys Ser Leu Tyr Asn His Glu Pro lie Tyr Ala Glu 
465 470 475 480 

Ser Ala Ser Met Trp Tyr Leu Asp His Gin lie Tyr Cys Ser lie Glu 
485 490 495 

Glu lie Phe Lys Glu Tyr Leu Met Phe lie Ala Thr Arg Gly Asn Ala 
500 505 510 

Phe Trp Glu Phe Tyr Tyr Ser Tyr Ser Met Phe Asp Asp Glu Arg Trp 
515 520 525 

Glu Val Asn Ala Gin Ala lie Lys Trp lie Glu Glu Asn Tyr Pro lie 
530 535 540 

Leu Lys Asn Ser Thr Phe Phe Gly Thr Lys Pro Ser Leu Met Gly Val 
545 550 555 560 

Tyr Gly Tyr Tyr cys Gin Ser Asp Ser Gly Ser Lys Ser lie lie Ser 
565 570 575 

Phe Arg Asn Pro Ser Asp Glu lie Lys Ser Tyr Lys Leu Glu Asn lie 
580 585 590 

Glu Pro Lys Lys Tyr Asp Val Val Leu Gly Asn Lys Asn Tyr Lys Val 
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DAN SMITH.ST25 
595 600 605 

Phe Glu Asp Gly Ser Val Glu Val Lys Leu Asn Pro Lys Glu lie lie 
610 615 620 

lie Leu Lys Ser Lys 
625 

<210> 12 
<211> 1890 
<212> DNA 

<213> Clostridium perfringens 



<400> 12 



atgaaagtat 


taaaaaatta 


tattcaaaga aattttcatt 


atgatggaaa 


aagtttttat 


60 


accacatcat 


ttttaaatcc 


tattctaaat gaagaaatat 


tagttcatac 


acaaaatgaa 


120 


tttattatct 


attttataaa 


■tggagaaata ttaccttctt 


ctgagatgaa 


tgtggagatt 


180 


aaaaaacaaa 


ataaacaact 


tt tacit a at a aattttaata 


aagataactt 


atctgttgaa 


240 


gttaattatt 


ttgtggaaaa 


taaggttata aataaaaagc 


taacagtttt 


caattgttgt 


300 


aaacgtatta 


attatattga 


ctgtgatact tttgaatttg 


aggatactaa 


taatatctat 


360 


taccctaaaa 


aacagaataa 


tataaaggaa atggggaatt 


ttaacggata 


ctatgtagaa 


420 


ttagggcaac 


ctatttatgc 


aaaatcttta ttcatgggaa 


tggaatttcc 


tatgggagaa 


480 


aatcgtattc 


aagaaagaaa 


gtatttttca aggtattatt 


atggaaaaag 


tgtagaaaaa 


540 


aqattaqata 


tacattcagc 


aattattqqa qctqctccaq 


aaaaatcaaa 


agaaaaaatt 


600 


caagcttcat 


tttttgagta 


tattaaagct atatctttgc 


cagctacttt 


tagaaaacag 


660 


fataattrtt 


gyLd.Lyd.LCd. 


tatnrtaaar a*t"t"a<~'t"2i ai^*n 
LdLyuLdddC_ dLLdLLddLy 


aLayLaLda L 


dddddy LLLL 


/ tU 


ttagaaataa 


atagaggctt 


taaaaactat ggaattactt 


tagatgcctt 


tgtagttgat 


780 


gatggttggg 


ctaattatga 


aagtgtttgg gaatttaatg 


ataagtttcc 


taatgaatta 


840 


aaagatatat 


cagaatgtgt 


aaaaaatctt ggttcaactt 


taggactatg 


gattggtcca 


900 


cgtggtggat 


ataatggaac 


tcaagttact atgagtgatt 


ggttagaaaa 


aaataaggat 


960 


ttaaacatag 


gatctaaaaa 


taaaatttct aatgatgtaa 


atgtaggaga 


ctttaattat 


1020 


cttagaaaga 


tgaaagaaaa 


aatgttagag taccaaagca 


aatatgacat 


ctcctattgg 


1080 


aaaattgatg 


gaatgttatt 


aaagccagat actgaggatg 


aaagtggacc 


atatggtatg 


1140 


catactatga 


cggcagtata 


tgaatttatg attagtctat 


ttaatgagtt 


aagagaagaa 


1200 


agaggagaaa 


agagtttttg 


gatcaatctt acatcttatg 


ttaatcctag 


cccttggttt 


1260 


ttaaagtggg 


taaatagtct 


ttggattcag acttcacaag 


atgttggctt 


tactccaaat 


1320 


ggaggaaatg 


atattcagaa 


aatgatcaca tatcgtgatt 
Page 


ctcaatatta 
6 


tgaattcttg 


1380 
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attgaaagag atattcaact tccattatgt agcttatata atcatgaacc tatttatgca 1440 

gagtctgcaa gtatgtggta tttagatcat caaatctatt gttctataga agagtttaaa 1500 

gagtatttaa tgtttattgc tactcgtgga aatgcttttt gggaatttta ttattcttat 1560 

tccatgtttg atgatgaacg ttgggaagta aacgcacaag ccattaagtg gattgaggaa 1620 

aattatccaa tattaaaaaa tagtactttc tttggaacaa agcctagcct tatgggagta 1680 

tatggatact attgtcaatc agattctggt tcaaaatcaa ttatttcatt tagaaaccca 1740 

tcagatgaaa ttaaatctta taaacttgag aatatagaac caaagaaata tgacgtagtt 1800 

ctaggcaata aaaattataa agtttttgaa gatggttccg ttgaagttaa attaaatcct 1860 

aaagaaatta ttatacttaa gagtaaataa 1890 
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